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IRAK1 recruits IKK complex
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Antigen processing: Ubiquitination & Proteasome degradation
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TNFR2 non-canonical NF-kB pathway
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Defective CFTR causes cystic fibrosis
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G2/M DNA replication checkpoint
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Autodegradation of the E3 ubiquitin ligase COP1

CDT1 association with the CDC6:ORC:origin complex

IkBA variant leads to EDA-ID
IKBKG deficiency causes anhidrotic ectodermal dysplasia with immunodeficiency (EDA-ID) (via TLR)

RIP-mediated NFkB activation via ZBP1
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NIK-->noncanonical NF-kB signaling
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Ovarian tumor domain proteases
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ABC-family proteins mediated transport
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CDK-mediated phosphorylation and removal of Cdc6

Golgi Cisternae Pericentriolar Stack Reorganization

Chk1/Chk2(Cds1) mediated inactivation of Cyclin B:Cdk1 complex

activated TAK1 mediates p38 MAPK activation

TP53 Regulates Transcription of Genes Involved in G2 Cell Cycle Arrest

Cdc20:Phospho-APC/C mediated degradation of Cyclin A

Regulation of RUNX3 expression and activity

ER-Phagosome pathway

Prefoldin mediated transfer of substrate  to CCT/TriC

SUMOylation of DNA replication proteins

HSF1 activation

Intraflagellar transport

Orc1 removal from chromatin

GLI3 is processed to GLI3R by the proteasome

Degradation of GLI2 by the proteasome

Formation of tubulin folding intermediates by CCT/TriC

Post-chaperonin tubulin folding pathway

Ubiquitin Mediated Degradation of Phosphorylated Cdc25A

NOD1/2 Signaling Pathway

Gap junction assembly

Microtubule-dependent trafficking of connexons from Golgi to the plasma membrane
COPI-mediated anterograde transport

APC/C:Cdh1 mediated degradation of Cdc20 and other APC/C:Cdh1 targeted proteins in late mitosis/early G1

RUNX1 regulates transcription of genes involved in differentiation of HSCs

COPI-independent Golgi-to-ER retrograde traffic
Interleukin-1 family signaling

COPI-dependent Golgi-to-ER retrograde traffic

Kinesins

Loss of Nlp from mitotic centrosomes

Loss of proteins required for interphase microtubule organization from the centrosome
Recruitment of mitotic centrosome proteins and complexesAnchoring of the basal body to the plasma membrane

Ubiquitin-dependent degradation of Cyclin D1

Activation of NF-kappaB in B cells

Ub-specific processing proteases

MAPK6/MAPK4 signaling

RHO GTPases activate IQGAPs

Regulation of PTEN stability and activity

MHC class II antigen presentation

SCF(Skp2)-mediated degradation of p27/p21

AURKA Activation by TPX2

Mitotic Prometaphase

CLEC7A (Dectin-1) signaling

RHO GTPases Activate Formins

FCERI mediated NF-kB activation

Translocation of GLUT4 to the plasma membrane

Regulation of PLK1 Activity at G2/M Transition

Cilium Assembly
HSP90 chaperone cycle for steroid hormone receptors (SHR)

Separation of Sister Chromatids

Recruitment of NuMA to mitotic centrosomes

Resolution of Sister Chromatid Cohesion

Downstream TCR signaling

Carboxyterminal post-translational modifications of tubulin

The role of GTSE1 in G2/M progression after G2 checkpoint

Recycling pathway of L1
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