
Alpha-oxidation of phytanate

TCF7L2 mutants don't bind CTBP

Defective LFNG causes SCDO3
Loss of Function of FBXW7 in Cancer and NOTCH1 Signaling

Pre-NOTCH Processing in the Endoplasmic Reticulum
Regulation of gene expression in late stage (branching morphogenesis) pancreatic bud precursor cells

Sterols are 12-hydroxylated by CYP8B1

Mitochondrial transcription initiation

Cytosolic sulfonation of small molecules

Transport of fatty acids

Vitamin B2 (riboflavin) metabolism
Defective HLCS causes multiple carboxylase deficiency

Digestion of dietary lipid

Binding of TCF/LEF:CTNNB1 to target gene promoters

Chylomicron remodeling

XAV939 inhibits tankyrase, stabilizing AXIN

Activation of the TFAP2 (AP-2) family of transcription factors

DNA methylation

Cholesterol biosynthesis via desmosterol
Cholesterol biosynthesis via lathosterol

PRC2 methylates histones and DNA

RUNX3 regulates RUNX1-mediated transcription

Constitutive Signaling by NOTCH1 HD Domain Mutants
Constitutive Signaling by NOTCH1 t(7;9)(NOTCH1:M1580_K2555) Translocation Mutant

Telomere Extension By Telomerase

Biotin transport and metabolism

RUNX1 regulates expression of components of tight junctions
RUNX1 regulates transcription of genes involved in interleukin signaling

RUNX1 and FOXP3 control the development of regulatory T lymphocytes (Tregs)

Fatty acyl-CoA biosynthesis

Vitamin B5 (pantothenate) metabolismChREBP activates metabolic gene expression

SIRT1 negatively regulates rRNA Expression

Synthesis of bile acids and bile salts via 24-hydroxycholesterol

Oxygen-dependent asparagine hydroxylation of Hypoxia-inducible Factor Alpha

snRNP Assembly

Generic Transcription Pathway

Notch-HLH transcription pathway

HATs acetylate histones Metalloprotease DUBs

Retinoid metabolism and transport

Phase I - Functionalization of compounds

Cholesterol biosynthesis

Regulation of gene expression by Hypoxia-inducible Factor

RUNX3 regulates NOTCH signaling

Aryl hydrocarbon receptor signalling

RUNX1 regulates transcription of genes involved in differentiation of myeloid cellsRUNX1 regulates transcription of genes involved in BCR signaling

VLDLR internalisation and degradation

Transport of organic anions

Physiological factors

Synthesis of bile acids and bile salts

RUNX3 regulates WNT signaling

Synthesis of bile acids and bile salts via 27-hydroxycholesterol

Synthesis of bile acids and bile salts via 7alpha-hydroxycholesterol

B-WICH complex positively regulates rRNA expression

Recycling of bile acids and salts

RUNX3 regulates YAP1-mediated transcription

Triglyceride catabolism
PTK6 Expression

Pre-NOTCH Transcription and Translation

Regulation of pyruvate dehydrogenase (PDH) complex

Regulation of TP53 Activity through Methylation

Nicotinamide salvaging

Activation of gene expression by SREBF (SREBP)

RUNX1 regulates estrogen receptor mediated transcriptionRUNX1 regulates transcription of genes involved in WNT signaling

Import of palmitoyl-CoA into the mitochondrial matrix

Signaling by Retinoic Acid

Signaling by EGFR

RMTs methylate histone arginines

PKMTs methylate histone lysines

RUNX3 regulates p14-ARFActivation of anterior HOX genes in hindbrain development during early embryogenesis

Regulation of lipid metabolism by Peroxisome proliferator-activated receptor alpha (PPARalpha)Transcriptional activation of mitochondrial biogenesis

Downregulation of SMAD2/3:SMAD4 transcriptional activity

Formation of the beta-catenin:TCF transactivating complex

BMAL1:CLOCK,NPAS2 activates circadian gene expression

RUNX1 regulates genes involved in megakaryocyte differentiation and platelet function

NR1D1 (REV-ERBA) represses gene expression

Deactivation of the beta-catenin transactivating complex

Signaling by NOTCH3Signaling by NOTCH4NOTCH2 Activation and Transmission of Signal to the Nucleus

Activated NOTCH1 Transmits Signal to the Nucleus

ERCC6 (CSB) and EHMT2 (G9a) positively regulate rRNA expression
RNA Polymerase I Transcription Initiation

RORA activates gene expression

Repression of WNT target genes

NRIF signals cell death from the nucleus

Circadian Clock

PPARA activates gene expression

Regulated proteolysis of p75NTR

Nuclear signaling by ERBB4

Nuclear Receptor transcription pathway

p75NTR negatively regulates cell cycle via SC1

Factors involved in megakaryocyte development and platelet production

Transcriptional regulation of white adipocyte differentiation HDACs deacetylate histones

Regulation of PTEN gene transcription
NOTCH1 Intracellular Domain Regulates Transcription

Constitutive Signaling by NOTCH1 HD+PEST Domain Mutants

Constitutive Signaling by NOTCH1 PEST Domain Mutants
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