
Activated NOTCH1 Transmits Signal to the Nucleus

Activation of anterior HOX genes in hindbrain development during early embryogenesis

Activation of CaMK IV

Activation of G protein gated Potassium channels

Activation of gene expression by SREBF (SREBP)

Activation of the pre-replicative complex

Alpha-defensins

alpha-linolenic acid (ALA) metabolism

Anchoring of the basal body to the plasma membrane

ARL13B-mediated ciliary trafficking of INPP5E

Aromatic amines can be N-hydroxylated or N-dealkylated by CYP1A2

AXIN missense mutants destabilize the destruction complex

Axonal growth inhibition (RHOA activation)

betaKlotho-mediated ligand binding

Beta-oxidation of pristanoyl-CoA

Binding and entry of HIV virion

Biogenic amines are oxidatively deaminated to aldehydes by MAOA and MAOB

Biotin transport and metabolism

Butyrophilin (BTN) family interactions

Calnexin/calreticulin cycle

Cellular hexose transport

CHL1 interactions

Cholesterol biosynthesis

Cholesterol biosynthesis via desmosterol

Chondroitin sulfate biosynthesis

Chylomicron clearance

Cilium Assembly

Constitutive Signaling by Ligand-Responsive EGFR Cancer Variants

Constitutive Signaling by NOTCH1 HD Domain Mutants

Constitutive Signaling by NOTCH1 HD+PEST Domain Mutants

Constitutive Signaling by NOTCH1 PEST Domain Mutants

Costimulation by the CD28 family

CREB phosphorylation through the activation of CaMKII

Cyclin A:Cdk2-associated events at S phase entry

Defective CSF2RB causes pulmonary surfactant metabolism dysfunction 5 (SMDP5)

Defective HLCS causes multiple carboxylase deficiency

Digestion of dietary carbohydrate

DNA Damage/Telomere Stress Induced Senescence

Downregulation of ERBB2:ERBB3 signaling

Elevation of cytosolic Ca2+ levels

ERBB2 Activates PTK6 Signaling

Erythrocytes take up carbon dioxide and release oxygen

Extracellular matrix organization

Fatty acids

Formyl peptide receptors bind formyl peptides and many other ligands

Gene and protein expression by JAK-STAT signaling after Interleukin-12 stimulation

Glucagon-like Peptide-1 (GLP1) regulates insulin secretion

Glycogen breakdown (glycogenolysis)

Growth hormone receptor signaling

HATs acetylate histones

Initial triggering of complement

Intestinal hexose absorption

Intra-Golgi traffic

IRAK4 deficiency (TLR5)

Ligand-gated ion channel transport

Linoleic acid (LA) metabolism

Loss of Nlp from mitotic centrosomes

MHC class II antigen presentation

Mitochondrial ABC transporters MyD88-independent TLR3/TLR4 cascade 

Negative regulation of TCF-dependent signaling by WNT ligand antagonists

Neurotransmitter release cycle

N-Glycan antennae elongation

Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJC)

NOSIP mediated eNOS trafficking

NOSTRIN mediated eNOS trafficking

NOTCH2 Activation and Transmission of Signal to the NucleusNOTCH2 intracellular domain regulates transcription

NRAGE signals death through JNK

Nuclear import of Rev protein

Nuclear Pore Complex (NPC) Disassembly

Ovarian tumor domain proteases

p38MAPK events

Phase 3 - rapid repolarisation

Phosphorylation of proteins involved in the G2/M transition by Cyclin A:Cdc2 complexes

PKA-mediated phosphorylation of CREB

PLC beta mediated events

POU5F1 (OCT4), SOX2, NANOG repress genes related to differentiation

PP2A-mediated dephosphorylation of key metabolic factors

Prefoldin mediated transfer of substrate  to CCT/TriC

Pregnenolone biosynthesis

Pre-NOTCH Processing in Golgi

PTK6 Activates STAT3

Ras activation uopn Ca2+ infux through NMDA receptor

Recruitment of mitotic centrosome proteins and complexes

Recycling pathway of L1

Regulation of activated PAK-2p34 by proteasome mediated degradation

Regulation of cytoskeletal remodeling and cell spreading by IPP complex components

Regulation of gene expression by Hypoxia-inducible FactorRegulation of IFNA signaling

Regulation of Insulin-like Growth Factor (IGF) transport and uptake by Insulin-like Growth Factor Binding Proteins (IGFBPs)

Regulation of PAK-2p34 activity by PS-GAP/RHG10

Regulation of PTEN localization

Regulation of pyruvate dehydrogenase (PDH) complex

Regulation of TLR by endogenous ligand

Regulation of TP53 Activity through Acetylation

Regulation of TP53 Expression

Removal of the Flap Intermediate

Response to elevated platelet cytosolic Ca2+

RET signaling

Retinoid cycle disease events

RIPK1-mediated regulated necrosis

RNA Polymerase I Promoter Escape

Role of phospholipids in phagocytosis

rRNA processing in the mitochondrion
RUNX1 and FOXP3 control the development of regulatory T lymphocytes (Tregs)RUNX1 interacts with co-factors whose precise effect on RUNX1 targets is not known

RUNX1 regulates estrogen receptor mediated transcription

RUNX1 regulates expression of components of tight junctions

RUNX1 regulates transcription of genes involved in differentiation of HSCs
RUNX1 regulates transcription of genes involved in differentiation of keratinocytes

RUNX1 regulates transcription of genes involved in differentiation of myeloid cells

RUNX3 regulates CDKN1A transcription
RUNX3 Regulates Immune Response and Cell Migration

RUNX3 regulates NOTCH signaling

RUNX3 regulates p14-ARF

RUNX3 regulates RUNX1-mediated transcription

Signaling by BRAF and RAF fusions

Signaling by MST1

Signaling by NODAL

Signaling by plasma membrane FGFR1 fusions

Signaling by Type 1 Insulin-like Growth Factor 1 Receptor (IGF1R)Signalling to ERK5

Signalling to p38 via RIT and RIN

Signalling to RAS

SMAD4 MH2 Domain Mutants in Cancer

Stabilization of p53

Synthesis of 5-eicosatetraenoic acids

Synthesis of active ubiquitin: roles of E1 and E2 enzymes

Synthesis of bile acids and bile salts

Synthesis of bile acids and bile salts via 24-hydroxycholesterol

Synthesis of PIPs at the plasma membrane

Synthesis of PIPs in the nucleus

TBC/RABGAPs

The activation of arylsulfatases

Thrombin signalling through proteinase activated receptors (PARs)

TP53 regulates transcription of several additional cell death genes whose specific roles in p53-dependent apoptosis remain uncertain

TRAF6 mediated induction of NFkB and MAP kinases upon TLR7/8 or 9 activation

Trafficking of GluR2-containing AMPA receptors

Transcription of the HIV genome

Transcriptional activation of mitochondrial biogenesis

Transport of Mature mRNA Derived from an Intronless Transcript

Triglyceride catabolism

Viral mRNA Translation

Viral RNP Complexes in the Host Cell Nucleus

XBP1(S) activates chaperone genes
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