
Acyl chain remodelling of PS

APC/C:Cdc20 mediated degradation of Securin

APC/C:Cdh1 mediated degradation of Cdc20 and other APC/C:Cdh1 targeted proteins in late mitosis/early G1

Asymmetric localization of PCP proteins
AUF1 (hnRNP D0) binds and destabilizes mRNA

Autodegradation of Cdh1 by Cdh1:APC/C
Autodegradation of the E3 ubiquitin ligase COP1

BH3-only proteins associate with and inactivate anti-apoptotic BCL-2 members

Calcitonin-like ligand receptors

Cdc20:Phospho-APC/C mediated degradation of Cyclin A

CDK-mediated phosphorylation and removal of Cdc6

CDT1 association with the CDC6:ORC:origin complex

Coenzyme A biosynthesis

Costimulation by the CD28 family

Cyclin A/B1/B2 associated events during G2/M transition

Dectin-1 mediated noncanonical NF-kB signaling

Defective CFTR causes cystic fibrosis

Defective LFNG causes SCDO3

Degradation of AXIN
Degradation of beta-catenin by the destruction complex

Degradation of DVL
Deposition of new CENPA-containing nucleosomes at the centromere

Downstream TCR signaling

ERCC6 (CSB) and EHMT2 (G9a) positively regulate rRNA expression

Eukaryotic Translation Elongation

Extrinsic Pathway of Fibrin Clot Formation

FBXL7 down-regulates AURKA during mitotic entry and in early mitosis

Formation of HIV elongation complex in the absence of HIV Tat

Formation of HIV-1 elongation complex containing HIV-1 TatFormation of RNA Pol II elongation complex 

G beta:gamma signalling through PI3Kgamma

G0 and Early G1

G2 Phase

G2/M Checkpoints

GAB1 signalosome

Glycogen storage disease type 0 (muscle GYS1)Glycogen storage disease type IV (GBE1)Glycogen storage disease type XV (GYG1)

GP1b-IX-V activation signalling

Hedgehog ligand biogenesisHedgehog 'on' stateHh mutants that don't undergo autocatalytic processing are degraded by ERAD

HIV elongation arrest and recovery

IL-6-type cytokine receptor ligand interactions

Interactions of Tat with host cellular proteins

Interleukin receptor SHC signaling

Interleukin-15 signalingInterleukin-19,20,22,24,26,28 and 29 signaling

Interleukin-3, 5 and GM-CSF signaling

Interleukin-35 Signalling

Interleukin-7 signaling

MAPK3 (ERK1) activation

MET activates PI3K/AKT signaling

Nephrin family interactions

N-glycan trimming and elongation in the cis-Golgi

NIK-->noncanonical NF-kB signaling

NOTCH2 Activation and Transmission of Signal to the Nucleus

Notch-HLH transcription pathway

Orc1 removal from chromatin

Oxygen-dependent proline hydroxylation of Hypoxia-inducible Factor Alpha

p53-Dependent G1 DNA Damage Response

Pausing and recovery of HIV elongation

Pausing and recovery of Tat-mediated HIV elongation

Phosphorylation of proteins involved in G1/S transition by active Cyclin E:Cdk2 complexes

Phosphorylation of proteins involved in the G2/M transition by Cyclin A:Cdc2 complexes

PI3K events in ERBB4 signaling

PI3K/AKT activation

Potassium transport channels

PRC2 methylates histones and DNA

Pre-NOTCH Processing in GolgiPre-NOTCH Processing in the Endoplasmic Reticulum

PTK6 Regulates Cell Cycle

Reactions specific to the hybrid N-glycan synthesis pathway

Regulation of activated PAK-2p34 by proteasome mediated degradation

Regulation of APC/C activators between G1/S and early anaphase

Regulation of IFNA signaling
Regulation of IFNG signaling

Regulation of ornithine decarboxylase (ODC)Regulation of PTEN stability and activityRegulation of RAS by GAPs

Regulation of RUNX3 expression and activity

Regulation of signaling by CBL

RNA Polymerase II Pre-transcription Events

RNA Polymerase II Transcription Elongation

Role of LAT2/NTAL/LAB on calcium mobilization

SCF(Skp2)-mediated degradation of p27/p21

SCF-beta-TrCP mediated degradation of Emi1

Separation of Sister Chromatids

Signaling by cytosolic FGFR1 fusion mutants

Signaling by NOTCH3

Signaling by NOTCH4

Synthesis of PG

Synthesis of PI

Synthesis of PIPs at the plasma membrane

Synthesis, secretion, and inactivation of Glucose-dependent Insulinotropic Polypeptide (GIP)

Tat-mediated HIV elongation arrest and recovery

Transcription of E2F targets under negative control by p107 (RBL1) and p130 (RBL2) in complex with HDAC1

Transport of vitamins, nucleosides, and related molecules

Ubiquitin Mediated Degradation of Phosphorylated Cdc25A

Ubiquitin-dependent degradation of Cyclin D1

Vif-mediated degradation of APOBEC3G
Vpu mediated degradation of CD4
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Serine/threonine-protein kinase WEE1

LIM domain kinase 2

Epithelial discoidin domain-containing receptor 1

Receptor-interacting serine/threonine-protein kinase 1

Voltage-gated potassium channel subunit Kv1.1Voltage-gated potassium channel subunit Kv1.3

Coagulation factor XI

Lysosomal Pro-X carboxypeptidase

PI3-kinase p85-alpha subunit

Cathepsin S

Renin

Tubulin beta-3 chain

Phospholipase D2

Phospholipase D1

Apoptosis regulator Bcl-2Histone deacetylase 3/NCoR1

Dipeptidyl peptidase I

Epidermal growth factor receptor

Cannabinoid CB1 receptor/orexin receptor 1 complex

Brain adenylate cyclase 1

p53-binding protein Mdm-2

Carnitine O-palmitoyltransferase 1- liver isoform

Opioid receptors; delta & kappa

Calcitonin-gene-related peptide receptor- CALCRL/RAMP1

Group IID secretory phospholipase A2

RAS guanyl releasing protein 3

Phosphodiesterase 6

AMP deaminase 3

Folate receptor beta

Histone-lysine N-methyltransferase EZH2

Coagulation factor IX

Serine/threonine-protein kinase SMG1

Membrane-associated phosphatidylinositol transfer protein 1

14-3-3 protein sigma

PPAR alpha/gamma

Matrix metalloproteinase 11

26S proteosome
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Group IIE secretory phospholipase A2
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Sulfonylurea receptor 1

CDK2/Cyclin A1
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CDK1/Cyclin E
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Atrial natriuretic peptide receptor
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Thyroid hormone receptor
Calcitonin gene-related peptide 1

Cathepsin F

Glutamate [NMDA] receptor subunit epsilon 4

JAK1/JAK2/TYK2

JAK2/JAK1

JAK1/TYK2

CDK9/Cyclin K

Adenosine receptors; A2b & A3

Acyl-CoA desaturase

Diacylglycerol O-acyltransferase 1

Eukaryotic initiation factor 4A-I

Phosphodiesterase 6D

Non-specific lipid-transfer protein

Gastric inhibitory polypeptide

Cyclin T1

Matrix metalloproteinase-25

Secreted frizzled-related protein 1

Elongation of very long chain fatty acids protein 6
Elongation of very long chain fatty acids protein 3Pituitary adenylate cyclase-activating polypeptide

Glutathione transferase omega 1

Acyl-protein thioesterase 2

Acyl-protein thioesterase 1

Proline-rich AKT1 substrate 1

Matrix metalloproteinase-20

EZH2/SUZ12/EED/RBBP7/RBBP4

PI3K p110 beta/p85 alpha
Amylin receptor AMY1- CALCR/RAMP1Amylin receptor AMY3; CALCR/RAMP3Adrenomedullin receptor- AM2; CALCRL/RAMP3

Presenilin 2

Transcription initiation factor TFIID subunit 1-like

Complement factor D

C-C chemokine receptor-like 2

Alpha-1-6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

Beta-1-4-mannosyl-glycoprotein 4-beta-N-acetylglucosaminyltransferase

Alpha-1-3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

Muscle glycogen synthase

TAK1/TAB1Nicotinic acetylcholine receptor alpha6/alpha3/beta4
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Neurogenic locus notch homolog protein 3
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