
Abacavir metabolism

ABC-family proteins mediated transport

Activated NOTCH1 Transmits Signal to the Nucleus

activated TAK1 mediates p38 MAPK activation

Activation of anterior HOX genes in hindbrain development during early embryogenesis

Activation of ATR in response to replication stress

Activation of BAD and translocation to mitochondria 

Activation of BIM and translocation to mitochondria 

Activation of E2F1 target genes at G1/S

Activation of G protein gated Potassium channels

Activation of gene expression by SREBF (SREBP)

Activation of IRF3/IRF7 mediated by TBK1/IKK epsilon

Activation of Matrix Metalloproteinases

Activation of NF-kappaB in B cells

Activation of NIMA Kinases NEK9, NEK6, NEK7

Activation of PPARGC1A (PGC-1alpha) by phosphorylation

Activation of RAS in B cells

Activation of the mRNA upon binding of the cap-binding complex and eIFs, and subsequent binding to 43S

Activation of the phototransduction cascade

Activation of the pre-replicative complex

Acyl chain remodeling of DAG and TAG

Acyl chain remodelling of PC

Acyl chain remodelling of PE

Acyl chain remodelling of PG

Acyl chain remodelling of PI

Acyl chain remodelling of PS

Adenosine P1 receptors

Adenylate cyclase activating pathway

Adenylate cyclase inhibitory pathway

AKT phosphorylates targets in the cytosol

alpha-linolenic acid (ALA) metabolism

Alternative complement activation

AMPK inhibits chREBP transcriptional activation activity

Amplification  of signal from unattached  kinetochores via a MAD2  inhibitory signal

Anchoring of the basal body to the plasma membrane

Androgen biosynthesis

Antigen activates B Cell Receptor (BCR) leading to generation of second messengers

Antigen processing: Ubiquitination & Proteasome degradation

APC/C:Cdc20 mediated degradation of Cyclin B

APC/C:Cdc20 mediated degradation of Securin

APC/C:Cdh1 mediated degradation of Cdc20 and other APC/C:Cdh1 targeted proteins in late mitosis/early G1

ARL13B-mediated ciliary trafficking of INPP5E

Aryl hydrocarbon receptor signalling

Assembly of collagen fibrils and other multimeric structures

Association of TriC/CCT with target proteins during biosynthesis

Asymmetric localization of PCP proteins

ATP sensitive Potassium channels

Attenuation phase

AUF1 (hnRNP D0) binds and destabilizes mRNA

AURKA Activation by TPX2

Autodegradation of Cdh1 by Cdh1:APC/C

Autodegradation of the E3 ubiquitin ligase COP1

BH3-only proteins associate with and inactivate anti-apoptotic BCL-2 members

Binding and entry of HIV virion

Binding of TCF/LEF:CTNNB1 to target gene promoters

BMAL1:CLOCK,NPAS2 activates circadian gene expression

Budding

Ca2+ pathway

Calcitonin-like ligand receptors

Carboxyterminal post-translational modifications of tubulin

Cargo concentration in the ER

Cargo recognition for clathrin-mediated endocytosis

CASP8 activity is inhibited

CD209 (DC-SIGN) signaling

CD28 dependent PI3K/Akt signaling

Cdc20:Phospho-APC/C mediated degradation of Cyclin A

CDK-mediated phosphorylation and removal of Cdc6

CDO in myogenesis

CDT1 association with the CDC6:ORC:origin complex

Ceramide signalling

Chemokine receptors bind chemokines

Chk1/Chk2(Cds1) mediated inactivation of Cyclin B:Cdk1 complex

Chromatin modifying enzymes

Cilium Assembly

Circadian Clock

Class A/1 (Rhodopsin-like receptors)

Clathrin derived vesicle budding

Clathrin-mediated endocytosis

CLEC7A (Dectin-1) signaling

Coenzyme A biosynthesis

Collagen degradation

Common Pathway of Fibrin Clot Formation

Condensation of Prometaphase Chromosomes

Condensation of Prophase Chromosomes

Constitutive Signaling by Aberrant PI3K in Cancer

Constitutive Signaling by AKT1 E17K in Cancer
Constitutive Signaling by EGFRvIII

Constitutive Signaling by Ligand-Responsive EGFR Cancer Variants

Constitutive Signaling by NOTCH1 HD+PEST Domain Mutants

Constitutive Signaling by NOTCH1 PEST Domain Mutants

COPI-dependent Golgi-to-ER retrograde traffic

COPII (Coat Protein 2) Mediated Vesicle Transport

COPI-independent Golgi-to-ER retrograde traffic

COPI-mediated anterograde transport

Costimulation by the CD28 family

CREB phosphorylation through the activation of Adenylate Cyclase

CREB phosphorylation through the activation of CaMKII

CREB phosphorylation through the activation of Ras

cRNA Synthesis

Cross-presentation of soluble exogenous antigens (endosomes)

Cyclin A/B1/B2 associated events during G2/M transition

Cyclin A:Cdk2-associated events at S phase entry

Cyclin D associated events in G1

Cyclin E associated events during G1/S transition 

DAP12 signaling

DARPP-32 events

Deadenylation of mRNA

Dectin-1 mediated noncanonical NF-kB signaling

Defective ABCC8 can cause hypoglycemias and hyperglycemias

Defective CFTR causes cystic fibrosis

Defective LFNG causes SCDO3

Degradation of AXIN

Degradation of beta-catenin by the destruction complex

Degradation of DVL

Degradation of GLI1 by the proteasome

Degradation of GLI2 by the proteasome

Degradation of the extracellular matrix

Depolymerisation of the Nuclear Lamina

Deposition of new CENPA-containing nucleosomes at the centromere

Deregulated CDK5 triggers multiple neurodegenerative pathways in Alzheimer's disease models

Detoxification of Reactive Oxygen Species

Dimerization of procaspase-8

DNA Damage/Telomere Stress Induced Senescence

DNA methylation

Downregulation of ERBB2 signaling

Downregulation of ERBB2:ERBB3 signaling

Downregulation of SMAD2/3:SMAD4 transcriptional activity

Downstream signal transduction

Downstream TCR signaling

DSCAM interactions

E2F-enabled inhibition of pre-replication complex formation

ECM proteoglycans

EGFR downregulation

EGFR interacts with phospholipase C-gamma

EGFR Transactivation by Gastrin

Elevation of cytosolic Ca2+ levels

Endosomal/Vacuolar pathway

Energy dependent regulation of mTOR by LKB1-AMPK

eNOS activation

Entry of Influenza Virion into Host Cell via Endocytosis

EPHB-mediated forward signaling

EPH-ephrin mediated repulsion of cells

ERBB2 Activates PTK6 Signaling

ERBB2 Regulates Cell Motility

ERCC6 (CSB) and EHMT2 (G9a) positively regulate rRNA expression

ERK/MAPK targets

ERKs are inactivated

ER-Phagosome pathway

Eukaryotic Translation Elongation

Extrinsic Pathway of Fibrin Clot Formation

Factors involved in megakaryocyte development and platelet production

Fatty acyl-CoA biosynthesis

FBXL7 down-regulates AURKA during mitotic entry and in early mitosis

FCERI mediated NF-kB activation

Formation of HIV elongation complex in the absence of HIV Tat

Formation of HIV-1 elongation complex containing HIV-1 Tat

Formation of RNA Pol II elongation complex 

Formation of the cornified envelope

Formation of tubulin folding intermediates by CCT/TriC

Fusion of the Influenza Virion to the Host Cell Endosome

G alpha (12/13) signalling events

G alpha (i) signalling events

G alpha (q) signalling events

G alpha (s) signalling events

G alpha (z) signalling events

G beta:gamma signalling through PI3Kgamma

G0 and Early G1

G2 Phase

G2/M Checkpoints

G2/M DNA damage checkpoint

G2/M DNA replication checkpoint

GAB1 signalosome

Gamma-carboxylation of protein precursors

Gap junction assembly

Gastrin-CREB signalling pathway via PKC and MAPK

Gene and protein expression by JAK-STAT signaling after Interleukin-12 stimulation

GLI3 is processed to GLI3R by the proteasome

Glucagon signaling in metabolic regulation

Glucagon-like Peptide-1 (GLP1) regulates insulin secretion

Glucagon-type ligand receptors

Glucocorticoid biosynthesis

Gluconeogenesis

Glutathione conjugation

Glycerophospholipid catabolism

Glycogen storage disease type 0 (muscle GYS1)Glycogen storage disease type IV (GBE1)

Glycogen storage disease type XV (GYG1)

Glycogen synthesis

Glycolysis

Glycosphingolipid metabolism

Golgi Associated Vesicle Biogenesis

Golgi Cisternae Pericentriolar Stack Reorganization

GP1b-IX-V activation signalling

G-protein activation

GPVI-mediated activation cascade

GRB2 events in EGFR signaling

GRB2 events in ERBB2 signaling

GRB7 events in ERBB2 signaling

Growth hormone receptor signaling

GTP hydrolysis and joining of the 60S ribosomal subunit

HATs acetylate histones

HDACs deacetylate histones

HDL assembly

HDR through Single Strand Annealing (SSA)

Hedgehog ligand biogenesis

Hedgehog 'off' state

Hedgehog 'on' stateHh mutants that don't undergo autocatalytic processing are degraded by ERAD

Highly calcium permeable nicotinic acetylcholine receptors

Highly calcium permeable postsynaptic nicotinic acetylcholine receptors

Highly sodium permeable acetylcholine nicotinic receptors

HIV elongation arrest and recovery

HIV Transcription Initiation

HSF1 activation

HSF1-dependent transactivation

HSP90 chaperone cycle for steroid hormone receptors (SHR)

IKK complex recruitment mediated by RIP1

IL-6-type cytokine receptor ligand interactions

Immunoregulatory interactions between a Lymphoid and a non-Lymphoid cell

Import of palmitoyl-CoA into the mitochondrial matrix

Inactivation, recovery and regulation of the phototransduction cascade

Influenza Life Cycle

Inhibition  of voltage gated Ca2+ channels via Gbeta/gamma subunits

Inhibition of Signaling by Overexpressed EGFR

Inositol transporters

Insulin processing

Insulin receptor recycling

Interactions of Tat with host cellular proteins

Interconversion of nucleotide di- and triphosphates

Interferon alpha/beta signaling

Interferon gamma signaling

Interleukin receptor SHC signaling

Interleukin-1 family signaling

Interleukin-10 signaling

Interleukin-12 family signaling

Interleukin-15 signaling

Interleukin-19,20,22,24,26,28 and 29 signaling

Interleukin-2 family signaling

Interleukin-3, 5 and GM-CSF signaling

Interleukin-35 Signalling

Interleukin-4 and 13 signaling

Interleukin-6 family signaling

Interleukin-7 signaling

Intraflagellar transport

Intra-Golgi traffic

Intrinsic Pathway of Fibrin Clot Formation

Ion channel transport

Ion homeostasis

Ion transport by P-type ATPases

IRAK2 mediated activation of TAK1 complex

IRAK2 mediated activation of TAK1 complex upon TLR7/8 or 9 stimulationIRAK4 deficiency (TLR2/4)

IRF3 mediated activation of type 1 IFN

IRF3-mediated induction of type I IFN

ISG15 antiviral mechanism

JNK (c-Jun kinases) phosphorylation and  activation mediated by activated human TAK1

Kinesins

L13a-mediated translational silencing of Ceruloplasmin expression

L1CAM interactions

Ligand-dependent caspase activation

Linoleic acid (LA) metabolism

Loss of Nlp from mitotic centrosomes

Loss of proteins required for interphase microtubule organization from the centrosome

Lysosome Vesicle Biogenesis

Macroautophagy

Major pathway of rRNA processing in the nucleolus and cytosol

MAP2K and MAPK activation

MAPK1 (ERK2) activation

MAPK3 (ERK1) activation

MAPK6/MAPK4 signaling

MASTL Facilitates Mitotic Progression

Meiotic recombination

MET activates PI3K/AKT signaling

MET receptor recycling

Metabolism of Angiotensinogen to Angiotensins

Metabolism of folate and pterines

Metabolism of ingested H2SeO4 and H2SeO3 into H2Se
Metabolism of ingested MeSeO2H into MeSeH

Metalloprotease DUBs

Methylation

MHC class II antigen presentation

Microtubule-dependent trafficking of connexons from Golgi to the plasma membrane

Mineralocorticoid biosynthesis

Mitochondrial Fatty Acid Beta-Oxidation

Mitotic Prometaphase

Mitotic Prophase

mRNA Splicing - Major Pathway

mRNA Splicing - Minor Pathway

mTOR signallingmTORC1-mediated signalling

MyD88 deficiency (TLR2/4)

MyD88 dependent cascade initiated on endosome

MyD88:Mal cascade initiated on plasma membrane
MyD88-independent TLR3/TLR4 cascade 

Myoclonic epilepsy of Lafora

Neddylation

Nef Mediated CD4 Down-regulation

Negative regulation of MAPK pathway

Negative regulation of TCF-dependent signaling by WNT ligand antagonists

Negative regulators of DDX58/IFIH1 signaling

NEP/NS2 Interacts with the Cellular Export Machinery

Nephrin family interactions

Neurexins and neuroligins

Neutrophil degranulation

NF-kB activation through FADD/RIP-1 pathway mediated by caspase-8 and -10

NGF-independant TRKA activation

N-glycan trimming and elongation in the cis-Golgi

N-glycan trimming in the ER and Calnexin/Calreticulin cycle

NIK-->noncanonical NF-kB signaling

NOD1/2 Signaling Pathway

Non-integrin membrane-ECM interactions

Nonsense Mediated Decay (NMD) enhanced by the Exon Junction Complex (EJC)

NOTCH1 Intracellular Domain Regulates Transcription

NOTCH2 Activation and Transmission of Signal to the Nucleus

Notch-HLH transcription pathway
NR1D1 (REV-ERBA) represses gene expression

NRAGE signals death through JNK

NRIF signals cell death from the nucleus

Nuclear import of Rev protein

Nuclear Pore Complex (NPC) Disassembly

Nuclear Receptor transcription pathway

Nuclear signaling by ERBB4

O-linked glycosylation of mucins

Oncogene Induced Senescence

Opioid Signalling

Orc1 removal from chromatin

Orexin and neuropeptides FF and QRFP bind to their respective receptors

Other interleukin signaling

Ovarian tumor domain proteases

Oxidative Stress Induced Senescence

Oxygen-dependent proline hydroxylation of Hypoxia-inducible Factor Alpha

p38MAPK events

p53-Dependent G1 DNA Damage Response

p75NTR negatively regulates cell cycle via SC1

Packaging of Eight RNA Segments

Paradoxical activation of RAF signaling by kinase inactive BRAF

Pausing and recovery of HIV elongation

Pausing and recovery of Tat-mediated HIV elongation

Peptide chain elongation

Peptide ligand-binding receptors

Phase 0 - rapid depolarisation

Phosphorylation of Emi1

Phosphorylation of proteins involved in G1/S transition by active Cyclin E:Cdk2 complexes

Phosphorylation of proteins involved in the G2/M transition by Cyclin A:Cdc2 complexes

Phosphorylation of the APC/C

Physiological factors

PI3K Cascade

PI-3K cascade:FGFR1

PI-3K cascade:FGFR2PI-3K cascade:FGFR3

PI-3K cascade:FGFR4

PI3K events in ERBB2 signaling

PI3K events in ERBB4 signaling

PI3K/AKT activation

PI5P, PP2A and IER3 Regulate PI3K/AKT Signaling

PIP3 activates AKT signaling

PKA activation
PKA activation in glucagon signalling

PKA-mediated phosphorylation of CREB

PKA-mediated phosphorylation of key metabolic factors

PKMTs methylate histone lysines

Platelet degranulation 

PLCG1 events in ERBB2 signaling

Polo-like kinase mediated events

Post-chaperonin tubulin folding pathway

Post-translational modification: synthesis of GPI-anchored proteins

Post-translational protein phosphorylation

Potassium transport channels

PPARA activates gene expression

PRC2 methylates histones and DNA

Prefoldin mediated transfer of substrate  to CCT/TriC

Pre-NOTCH Processing in Golgi

Pre-NOTCH Processing in the Endoplasmic Reticulum

Pre-NOTCH Transcription and Translation

Presynaptic phase of homologous DNA pairing and strand exchange

Processing of Capped Intron-Containing Pre-mRNA

Processing of DNA double-strand break ends

Prolactin receptor signaling

Protein methylation

PTK6 promotes HIF1A stabilization

PTK6 Regulates Cell Cycle

Purine salvage

RAF activation

RAF/MAP kinase cascade

Rap1 signalling

Ras activation uopn Ca2+ infux through NMDA receptor

Reactions specific to the complex N-glycan synthesis pathway

Reactions specific to the hybrid N-glycan synthesis pathway

Receptor-type tyrosine-protein phosphatases

Recruitment of mitotic centrosome proteins and complexes

Recruitment of NuMA to mitotic centrosomes

Recycling pathway of L1

Regulated proteolysis of p75NTR

Regulation by c-FLIP

Regulation of actin dynamics for phagocytic cup formation

Regulation of activated PAK-2p34 by proteasome mediated degradation

Regulation of APC/C activators between G1/S and early anaphase

Regulation of IFNA signaling

Regulation of IFNG signaling

Regulation of innate immune responses to cytosolic DNA

Regulation of insulin secretion

Regulation of Insulin-like Growth Factor (IGF) transport and uptake by Insulin-like Growth Factor Binding Proteins (IGFBPs)

Regulation of lipid metabolism by Peroxisome proliferator-activated receptor alpha (PPARalpha)

Regulation of necroptotic cell death

Regulation of ornithine decarboxylase (ODC)

Regulation of PLK1 Activity at G2/M Transition

Regulation of PTEN gene transcription

Regulation of PTEN stability and activity

Regulation of pyruvate dehydrogenase (PDH) complex

Regulation of RAS by GAPs

Regulation of RUNX1 Expression and Activity

Regulation of RUNX3 expression and activity

Regulation of signaling by CBL

Regulation of TLR by endogenous ligand

Regulation of TNFR1 signaling

Regulation of TP53 Activity through Acetylation

Regulation of TP53 Activity through Methylation

Regulation of TP53 Activity through Phosphorylation

Regulation of TP53 Degradation

Release

Removal of aminoterminal propeptides from gamma-carboxylated proteins

Resolution of Sister Chromatid Cohesion

RET signaling

Rho GTPase cycle

RHO GTPases Activate Formins

RHO GTPases activate IQGAPs

RHO GTPases activate KTN1

RHO GTPases activate PKNs

RHO GTPases Activate ROCKs

Ribosomal scanning and start codon recognition

RIPK1-mediated regulated necrosis
RIP-mediated NFkB activation via ZBP1

RMTs methylate histone arginines

RNA Polymerase I Transcription Initiation

RNA Polymerase II HIV Promoter Escape

RNA Polymerase II Pre-transcription Events

RNA Polymerase II Promoter Escape

RNA polymerase II transcribes snRNA genes

RNA Polymerase II Transcription Elongation

RNA Polymerase II Transcription Initiation

RNA Polymerase II Transcription Initiation And Promoter Clearance

RNA Polymerase II Transcription Pre-Initiation And Promoter Opening

RNA Polymerase III Abortive And Retractive Initiation

RNA Polymerase III Transcription Initiation From Type 3 Promoter

Role of LAT2/NTAL/LAB on calcium mobilization

Role of phospholipids in phagocytosis

RORA activates gene expression

RUNX1 regulates transcription of genes involved in differentiation of HSCs

RUNX3 regulates BCL2L11 (BIM) transcription

RUNX3 regulates p14-ARF

RUNX3 regulates WNT signaling

RUNX3 regulates YAP1-mediated transcription

Scavenging by Class F Receptors

SCF(Skp2)-mediated degradation of p27/p21

SCF-beta-TrCP mediated degradation of Emi1

Sema3A PAK dependent Axon repulsion

Sema4D induced cell migration and growth-cone collapse

Senescence-Associated Secretory Phenotype (SASP)

Separation of Sister Chromatids

Serotonin and melatonin biosynthesis

SHC1 events in EGFR signaling

SHC1 events in ERBB2 signaling

Signal transduction by L1

Signaling by BRAF and RAF fusions

Signaling by cytosolic FGFR1 fusion mutants

Signaling by EGFR

Signaling by ERBB2

Signaling by ERBB4

Signaling by FGFR1 in disease

Signaling by FGFR2 in disease

Signaling by FGFR3 fusions in cancer

Signaling by FGFR3 point mutants in cancer

Signaling by FGFR4 in disease

Signaling by high-kinase activity BRAF mutants

Signaling by Leptin

Signaling by moderate kinase activity BRAF mutants

Signaling by NOTCH3

Signaling by NOTCH4

Signaling by RAS mutants

Signaling by Retinoic Acid

Signaling by SCF-KIT

Signalling to ERK5

SMAD2/SMAD3:SMAD4 heterotrimer regulates transcription

STAT6-mediated induction of chemokines

Stimuli-sensing channels

SUMOylation of chromatin organization proteins

SUMOylation of DNA replication proteins

Surfactant metabolism

Synaptic adhesion-like molecules

Synthesis of PA

Synthesis of PC

Synthesis of PE

Synthesis of PG

Synthesis of PI

Synthesis of PIPs at the ER membrane

Synthesis of PIPs at the Golgi membrane

Synthesis of PIPs at the plasma membrane

Synthesis of very long-chain fatty acyl-CoAs

Synthesis, secretion, and inactivation of Glucose-dependent Insulinotropic Polypeptide (GIP)

TAK1 activates NFkB by phosphorylation and activation of IKKs complex

Tat-mediated elongation of the HIV-1 transcript

Tat-mediated HIV elongation arrest and recovery

TBC/RABGAPs

TCF dependent signaling in response to WNT

TFAP2 (AP-2) family regulates transcription of cell cycle factors

TFAP2 (AP-2) family regulates transcription of growth factors and their receptors

TFAP2A acts as a transcriptional repressor during retinoic acid induced cell differentiation

The NLRP1 inflammasome

The NLRP3 inflammasome

The role of GTSE1 in G2/M progression after G2 checkpoint

Tie2 Signaling

TNF signaling

TNFR1-induced NFkappaB signaling pathway

TNFR1-induced proapoptotic signaling

TNFR1-mediated ceramide production

TNFR2 non-canonical NF-kB pathway

Toll Like Receptor 4 (TLR4) Cascade

Toll Like Receptor 7/8 (TLR7/8) Cascade

TP53 Regulates Metabolic Genes

TP53 regulates transcription of additional cell cycle genes whose exact role in the p53 pathway remain uncertain

TP53 Regulates Transcription of DNA Repair Genes

TP53 Regulates Transcription of Genes Involved in G1 Cell Cycle ArrestTP53 Regulates Transcription of Genes Involved in G2 Cell Cycle Arrest

TRAF3-dependent IRF activation pathway

TRAF6 mediated induction of NFkB and MAP kinases upon TLR7/8 or 9 activation

TRAF6 mediated induction of TAK1 complex

TRAF6 mediated IRF7 activation

TRAF6 mediated IRF7 activation in TLR7/8 or 9 signaling

Trafficking and processing of endosomal TLR

Trafficking of AMPA receptors

Transcription of E2F targets under negative control by DREAM complex

Transcription of E2F targets under negative control by p107 (RBL1) and p130 (RBL2) in complex with HDAC1

Transcription of the HIV genome

Transcriptional activation of mitochondrial biogenesis

Transcriptional regulation of white adipocyte differentiation

Transferrin endocytosis and recycling

Translation initiation complex formation

Translocation of GLUT4 to the plasma membrane

Transport of gamma-carboxylated protein precursors from the endoplasmic reticulum to the Golgi apparatus

Transport of organic anions

Transport of Ribonucleoproteins into the Host Nucleus

Transport of vitamins, nucleosides, and related molecules

TRIF-mediated programmed cell death

Triglyceride biosynthesis

Triglyceride catabolism

TRP channels

Ubiquitin Mediated Degradation of Phosphorylated Cdc25A

Ubiquitin-dependent degradation of Cyclin D1

Ub-specific processing proteases

UCH proteinases

Unblocking of NMDA receptor, glutamate binding and activation

Uncoating of the Influenza Virion

Uptake and function of diphtheria toxin

Vasopressin regulates renal water homeostasis via Aquaporins

VEGFA-VEGFR2 Pathway

Vif-mediated degradation of APOBEC3G

Viral Messenger RNA Synthesis

Viral mRNA Translation

Viral RNP Complexes in the Host Cell Nucleus

Vitamin C (ascorbate) metabolism

Voltage gated Potassium channels

Vpu mediated degradation of CD4

vRNA Synthesis

vRNP Assembly

WNT mediated activation of DVL

YAP1- and WWTR1 (TAZ)-stimulated gene expression

Peptide N-myristoyltransferase 1

Serine/threonine-protein kinase WEE1

LIM domain kinase 2

Epithelial discoidin domain-containing receptor 1

Mitogen-activated protein kinase 7Receptor-interacting serine/threonine-protein kinase 1

Heat shock protein HSP90

Voltage-gated potassium channel subunit Kv1.1

Peptidyl-prolyl cis-trans isomerase FKBP5

Splicing factor 3B subunit 3

FK506 binding protein 4

Voltage-gated potassium channel subunit Kv1.3

Coagulation factor XI

Lysosomal Pro-X carboxypeptidase

CaM kinase II

PI3-kinase p85-alpha subunit

Cathepsin S

Renin

Tubulin

Tubulin beta-1 chain

Tubulin beta-3 chain

Nuclear receptor subfamily 2 group C member 2

Phospholipase D2

Phospholipase D1

Apoptosis regulator Bcl-2

Phosphodiesterase 7

Histone deacetylase 3/NCoR1

Dipeptidyl peptidase I

G1/S-specific cyclin D1

Epidermal growth factor receptor

Cannabinoid CB1 receptor/orexin receptor 1 complex

Brain adenylate cyclase 1

p53-binding protein Mdm-2

Carnitine palmitoyltransferase 2

Carnitine O-palmitoyltransferase 1- liver isoform

Opioid receptors; delta & kappa

Matrix metalloproteinase 15

Matrix metalloproteinase 17

Topoisomerase (DNA) II binding protein 1

Calcitonin-gene-related peptide receptor- CALCRL/RAMP1

Transient receptor potential cation channel subfamily V member 6

ORAI 1/2/3

Neutral sphingomyelinase

Group IID secretory phospholipase A2

RAS guanyl releasing protein 3

Phosphodiesterase 6

AMP deaminase 3

Folate receptor beta

Histone-lysine N-methyltransferase EZH2

Coagulation factor IX

Vacuolar ATP synthase subunit S1

Serine/threonine-protein kinase SMG1

Membrane-associated phosphatidylinositol transfer protein 1

14-3-3 protein sigma

Amiloride-sensitive cation channel 2- neuronal

PPAR alpha/gamma

Pyruvate dehydrogenase kinase isoform 3

Matrix metalloproteinase 11

Tubulin beta-2 chain

Carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 4

26S proteosome

Phosphoenolpyruvate carboxykinase cytosolic

Elongation factor 1-alpha 1

Group IIE secretory phospholipase A2

Group IIF secretory phospholipase A2

Choline kinase alpha

Sulfonylurea receptor 1

ATP-binding cassette sub-family B member 5

Transcription intermediary factor 1-alpha

Bromodomain and PHD finger-containing protein 3

Kinase suppressor of Ras 2

cAMP-dependent protein kinase- gamma catalytic subunit

CDK2/Cyclin A1

CDK1/Cyclin A

Serine/threonine-protein kinase A-Raf

CDK1/Cyclin E

CDK3/Cyclin E

CDK4/Cyclin D3

Atrial natriuretic peptide receptor

Tripeptidyl-peptidase 2

Thyroid hormone receptor

Breakpoint cluster region protein

Calcitonin gene-related peptide 1

Cathepsin F

TLR7 and TLR8

Adrenomedullin receptor AM1; CALCRL/RAMP2

Antigen-presenting glycoprotein CD1d

Glutamate [NMDA] receptor subunit epsilon 4

JAK1/JAK2/TYK2

JAK2/JAK1

JAK1/TYK2

CDK9/Cyclin K

Solute carrier organic anion transporter family member 4A1

Adenosine receptors; A2b & A3

Acyl-CoA desaturase

HSP90 and hnRNPA2/B1

Kinesin-like protein KIF2C

Kinesin-like protein KIFC1

Diacylglycerol O-acyltransferase 1

Eukaryotic initiation factor 4A-I

POU domain- class 2- transcription factor 1

H(+)/Cl(-) exchange transporter 3

Diacylglycerol O-acyltransferase 2

Phosphodiesterase 6D

ADP-ribosylation factor 1

ADP-ribosylation factor 6

Thioredoxin reductase 1

Non-specific lipid-transfer protein

Sodium/myo-inositol cotransporter 2

Tryptophan 5-hydroxylase 2

Gastric inhibitory polypeptide

Cyclin T1

Matrix metalloproteinase-25

Secreted frizzled-related protein 1
Matrix metalloproteinase-24

Elongation of very long chain fatty acids protein 6

Elongation of very long chain fatty acids protein 3

Elongation of very long chain fatty acids protein 2
Elongation of very long chain fatty acids protein 5

Pituitary adenylate cyclase-activating polypeptide

Kinesin-1 heavy chain

Bcl-2-like protein 11

Glutathione transferase omega 1

Kinetochore protein NDC80 homolog

Kallikrein 8

Acyl-protein thioesterase 2

Acyl-protein thioesterase 1

Nucleophosmin

Proline-rich AKT1 substrate 1

Kinesin-like protein KIF3C

PPAR delta/gamma

CCR5/mu opioid receptor complex

AMPK alpha2/beta1/gamma1

3-beta-hydroxysteroid dehydrogenase/delta 5-->4-isomerase type II

Stearoyl-CoA desaturase 5

Ubiquitin carboxyl-terminal hydrolase 14

Matrix metalloproteinase-20

Neuropathy target esterase

S-formylglutathione hydrolase

Calcium-independent phospholipase A2-gamma

Acyl-coenzyme A thioesterase 2- mitochondrial

Acyl-coenzyme A thioesterase 1

Lysosomal thioesterase PPT2

Pantothenate kinase 1
Pantothenate kinase 3

EZH2/SUZ12/EED/RBBP7/RBBP4

Transcription initiation factor TFIID subunit 1

Coagulation factor X/antithrombin III

ERO1-like protein alpha

Receptor-type tyrosine-protein phosphatase S

PI3K p110 beta/p85 alpha

Proteasome subunit beta type-9

Nuclear receptor subfamily 1 group D member 2

Protein-arginine deiminase type-6

Ubiquitin carboxyl-terminal hydrolase 4

Amylin receptor AMY1- CALCR/RAMP1
Amylin receptor AMY3; CALCR/RAMP3Adrenomedullin receptor- AM2; CALCRL/RAMP3

ATP-sensitive inward rectifier potassium channel 10

Presenilin 2

Transcription initiation factor TFIID subunit 1-like
E3 ubiquitin-protein ligase TRIM33

Bromodomain and WD repeat-containing protein 1

Complement factor D

EZH1/SUZ12/EED/AEBP2/RBBP4 complex

C-C chemokine receptor-like 2

Alpha-1-6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

DNMT3A2/3L complex

Beta-1-4-mannosyl-glycoprotein 4-beta-N-acetylglucosaminyltransferase

Alpha-1-3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

Toll-like receptor 4/MD-2

Muscle glycogen synthase

TAK1/TAB1

CDK2/CDK4

AMPK alpha1/beta2/gamma1

AMPK alpha1/beta1/gamma3

AMPK alpha1/beta1/gamma2

G protein-activated inward rectifier potassium channel 2

AMPK alpha1/alpha2

PI4KA/PI4KAP2

p38 delta/gamma

Casein kinase I delta/epsilon

IKK epsilon/TBK1

Ionotropic glutamate receptor NMDA 1/2C

Bromodomain-containing protein 7

Nicotinic acetylcholine receptor alpha6/alpha3/beta4

c-Myc/Max

Polymerase basic protein 2

Neurogenic locus notch homolog protein 3

Kininogen-1

Acetyl-coenzyme A transporter 1

Aurora kinase B/Inner centromere protein

PI3-kinase class I


