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Disassembly of the destruction complex and recruitment of AXIN to the membrane

Fibronectin matrix formationMET activates PTK2 signaling

Non-integrin membrane-ECM interactions

Extracellular matrix organization

Receptor Mediated MitophagyRUNX1 interacts with co-factors whose precise effect on RUNX1 targets is not known

Cooperation of PDCL (PhLP1) and TRiC/CCT in G-protein beta folding
Condensation of Prometaphase Chromosomes

WNT mediated activation of DVL

G alpha (s) signalling events

BBSome-mediated cargo-targeting to cilium

Glucagon-type ligand receptors

CTLA4 inhibitory signaling

S37 mutants of beta-catenin aren't phosphorylated

Amplification  of signal from unattached  kinetochores via a MAD2  inhibitory signal
Beta-catenin phosphorylation cascade

APC truncation mutants have impaired AXIN binding

S33 mutants of beta-catenin aren't phosphorylatedT41 mutants of beta-catenin aren't phosphorylated

S45 mutants of beta-catenin aren't phosphorylated
AXIN missense mutants destabilize the destruction complexMisspliced GSK3beta mutants stabilize beta-catenin

RAF activationTruncations of AMER1 destabilize the destruction complex
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